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Education and Training 
B.S. Microbiology, University College Dublin, Ireland    1996 
Ph.D. Microbial Ecology, University College Dublin, Ireland   2001 
Postdoctoral, Microbial Ecology, University of California, Berkeley  2002-2004 
Postdoctoral, Molecular Microbiology, Lawrence Berkeley National Laboratory 2004-2005 
 
Research and Professional Experience 
Staff Scientist, Lawrence Berkeley National Lab     2009-present 
Research Scientist, Lawrence Berkeley National Lab    2008-2009 
Scientific Engineering Associate, Lawrence Berkeley National Lab  2005-2008 
Postdoctoral Research Fellow, Lawrence Berkeley National Lab   2004-2005 
Guest lecturer UC Berkeley (ESPM131, ESPM112)    2002-present 
Postdoctoral Research Fellow, University of California, Berkeley   2002-2004 
Enterprise Ireland Graduate Research Fellowship, University College Dublin 1996-2000 
 
Honors and awards 
R&D 100 award for Berkeley Lab PhyloChip     2008 
Wall Street Journal Technology Innovation Award (PhyloChip) 
- Winner Best New Technology (Environment Category)    2008 
- Bronze Best New Technology (Overall)      2008   
Pollution Engineering Magazine Number 1 New Technology for 2008 (PhyloChip) 2008 
Promega Prize, Society for General Microbiology.    2001  
Faculty of Science Graduate Symposium, UC Dublin.    2000 
Enterprise Ireland Basic Research Award     1996-1999 
 
Service to scholarly journals 
Reviewer for: 
Chemosphere and Journal of Microbiological Methods (Elsevier)   2004-present 
Geomicrobiology Journal (Taylor and Francis Group)    2006-present 
Ecological Letters, Molecular Ecology Notes,      2006-present 
Ground Water Monitoring and Remediation (all Blackwell Publishing)  
Microbial Ecology (Springer)        2004-present 
Environmental Science and Technology (ACS Publications)   2006-present 
Environmental Science and Pollution Research (Ecomed Verlagsgesellschaft) 2007-present 
Journal of Proteome Research (ACS Publications)    2008-present 
ISME Journal (Nature Publishing Group)      2009-present 
 
Other Professional activities 
Current member of the ‘greengenes’ 16S rRNA database development team 2004-present 
Co-developer of the Berkeley Lab PhyloChip and MycoChip   2004-present 
 
Sessions convened at national meetings 
“From Black Box to Can of Worms: Advances in Molecular Analysis of Microbial Communities” 
American Geophysical Union Fall Meeting December, San Francisco, December 2007. 
“Beyond the Black Box: Integrating Advanced Microbial Characterization Data with Subsurface 



Reactive Transport Models”, Computational Methods in Water Resources, XVII, San Francisco, 
July 2008. 
 
Proposal reviewing activities 
Reviewer for Department of Energy: 
Experimental Program to Stimulate Competitive Research   2007- 
Reviewer for United States Department of Agriculture: 
NRICGP Soil Processes program      2008- 
NSF - Geobiology and Low-Temperature Geochemistry Program   2009- 
 
Invited panelist 
National Science Foundation: “Microscale Approaches to Macroscale Issues in Terrestrial 
Ecosystem Ecology”, Washington DC, April 2007.  
Department of Energy: “Carbon cycling and biosequestration”, Rockville, MD, March 2008.  
 
Invited presentations 
“Are There Predictable Soil Microbial Community Responses to Climate Change?" Subsurface 
Biosphere Initiative seminar series, College of Oceanic and Atmospheric Sciences, March 2009, 
Oregon State University, Corvallis, OR. 
 
“PhyloChip: A high-density phylogenetic microarray for analysis of microbial community 
composition and activity”. Invited presentation. Plant and Animal Genome XVII Conference, 
January 2009, San Diego, CA. 
 
“Teasing apart a microbes life with help from the molecular toolbox”. Invited Plenary Presentation 
at NSF sponsored workshop “Microscale Approaches to Macroscale Issues in Terrestrial 
Ecosystem Ecology” April 2007, Washington DC. 
 
 “Molecular Tools in Environmental Microbiology”. Invited presentation. April 2007, Adjuntas, PR.  
Advances in Environmental Remediation, Instituto Comunitario de Biodiversidad y Cultura Casa 
Pueblo de Adjuntas, Programa de Biotecnología Industrial, Universidad de Puerto Rico – 
Mayaguez. 
 
 “Characterization and monitoring of prokaryotic communities using phylogenetic high density 
DNA microarrays (PhyloChip)”. Invited presentation. April 2007, Adjuntas, PR.  Advances in 
Environmental Remediation, Instituto Comunitario de Biodiversidad y Cultura Casa Pueblo de 
Adjuntas, Programa de Biotecnología Industrial, Universidad de Puerto Rico – Mayaguez. 
 
“Microbial detection technologies using genetic signatures”.  March 2007, Berkeley, CA.  ASTAR 
Advanced Judicial Institute on Nanotechnology, Synthetic Biology and Environmental 
Biotechnology Platform B Workshop. 
 
“Case Study: Monitoring aerosols for intentional release of agents: Tularemia fatality”.  March 
2007, Berkeley, CA.  ASTAR Advanced Judicial Institute on Nanotechnology, Synthetic Biology 
and Environmental Biotechnology Platform B Workshop. 
 
“Integration of the Omics, Bioinformatics and Biogeochemistry: A New Frontier for Environmental 
Biotechnology” at Battelle International Meeting on Remediation of Chlorinated and Recalcitrant 
Compounds, Monterey, CA  May 2006. 
 
“Advances in Bioremediation of Soils and Sediments Polluted with Metals and Radionuclides: 
Field Research on Bioremediation of Metals and Radionuclides” also at Battelle International 
Meeting on Remediation of Chlorinated and Recalcitrant Compounds, Monterey, CA  May 2006. 
  
“High Density Microarrays for Microbial Population Dynamics” presented to University of 
California, San Francisco, Department of Anesthesia and Perioperative Care and the Pulmonary 



and Critical Care Division, CA June 2006. 
 
Membership in professional societies 
Member of the American Society for Microbiology, American Geophysical Union, International 
Society for Microbial Ecology, International Society for Subsurface Microbiology. 
 
Teaching activities 
Regular guest lecturer at University of California, Berkeley, Department of Environmental Science 
Policy and Management and Microbial Biology Program (Soil Microbiology, ESPM131; Microbial 
Ecology, ESPM112) 
 
Research supervision 
Graduate students 
Co-supervisor of UC Berkeley doctoral candidate Rebecca Daly from March 2006 to completion 
of dissertation (expected completion date 2011). Researching microbial community interactions 
during reductive immobilization of heavy metals and radionuclides. 
 
Research mentor to UC Berkeley doctoral candidates Eric Dubinsky (2004 to 2007), Kristen 
DeAngelis (2006 to 2007), David Johnson (2005 to 2007), Christine Sun (2006 to 2007), Karelyn 
Cruz (2005 -present), Patrick Lee (2006 to 2008), Kimberlee West (2006 -present), Sarah 
Placella (2005 -present), Kelly Wrighton (2006 -present), Nhu Nguyen (2006 -present). Research 
mentor to Scripps Institution of Oceanography student Alex Hangsterfer (2008-present). 
 
Mentor for graduate fellow (Catherine Fontana, Albion College, MI) through the DOE SURE 
GCEP summer fellowship program (2008) and Chris Lambert (2009). 
 
Postdoctoral fellows 
Xavier Mayali (2009-present), Ulas Karaoz (2008-present), Ruyang Han (2008-present), Holly 
Ganz (UC Berkeley, 2007-present). 
 
Visiting faculty 
Mentor for Faculty (Arturo Massol) from the University of Puerto Rico through the DOE/NSF FaST 
program (June-August 2006). Steven Wakelin (CSIRO Australia, July 2008). 
 
Undergraduate students 
Supervisor of UC Berkeley undergraduate student interns, Seung Baek (2003-2005), Calvin Myint 
(2005-2006), Byron Ma (2007-2009). 
Mentor for undergraduate students from the University of Puerto Rico through the DOE/NSF 
FaST program (June-August 2006). 
Mentor for undergraduate interns through the DOE CSEE and GREF programs (2006-present). 
 
High school students 
Mentor for high school students through the DOE SULI and LBNL HSSRPP programs (2006-
present). 
 
Peer Reviewed Publications (34 published, 1 in review). H-index (01/06/09) = 13  
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2. Cruz, K., Suttle, K.B., Brodie, E.L., Power, M.E., Andersen, G.L. and J.F. Banfield. 2009. Soil 
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climate. ISME J. 3: 738-744. 

3. Sunagawa, S., DeSantis, T.Z., Piceno, Y.M., Brodie, E.L., DeSalvo, M.K., Voolstra, C.R., 
Weil, E., Andersen, G.L. and M. Medina. 2009. Bacterial Diversity and White Plague Disease-



Associated Community Changes in the Caribbean Coral Montastraea faveolata assessed by 
16S rRNA Microarray Analysis and Clone Library Sequencing. ISME J. 3: 512-521. 
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Book chapters 

Andersen, G. L., Piceno, Y. M., DeSantis, T. Z., and E. L. Brodie (2006) What DNA 
Microarrays Can Tell Us About Bacterial Diversity: A New Light on an Old Question. In M. J. 
Bailey (ed.), Phyllosphere Microbiology, Oxford University Press, Oxford, U.K. 


